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Corrections

Cloning and Characterization of the 23S RNA Pseudouridine
2633 Synthase fronBacillus subtilis by Linghao Niu,
Byron G. Lane, and James Ofengand*, Volume 38, Number
2, January 12, 1999, pages 62385.

Page 629. Byron G. Lane was omitted from the author
byline. The byline should read as shown above. His affili-
ation, Department of Biochemistry, University of Toronto,
Toronto, Ontario M5S 1A8, Canada, should be included in
the address byline. Also, the following should be added to
the title footnote: Supported in part by a grant (MRC-MT-
1226) from the Medical Research Council of Canada to
B.G.L.
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Analysis of the Functional Coupling between Calmodulin’s
Calcium Binding and Peptide Recognition Properties, by
Salida Mirzoeva, Steven Weigand, Thomas J. Lukas,
Ludmila Shuvalova, Wayne F. Anderson, and D.
Martin Waterson*, Volume 38, Number 13, March 30, 1999,
pages 39363947.

Page 3936. The Protein Data Bank coordinates file for
the E84K-CaM-RS20 peptide complex is 1VRK. This was
inadvertently omitted from the title page footnotes.
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Core-Directed Protein Design. Il. Rescue of a Multiply Mutated and Destabilized Variant of Ubiquitin, Michael D. Finucane
and Derek N. Woolfson*, Volume 38, Number 36, September 7, 1999, pages-116633.
Page 11616. Table 1 should have appeared as follows.

Table 1: Codon Usage in and Amino Acid Composition of the Ubiquitin Libraries before and after Selection

Sequence Position Translated Vol. Ac #d T}
sequence® (A% (*c)

1 3 5 13 15 17 26 30

Before Selection

GCG cre TG CcTC CTG TG TG CTC ALLLLLLL 740
GCG cTC TTG cre CTG TTG TTG cTC ALLLLLLL 740
GCG CTC TTG cTC CTG TTG TTG CcTC ALLLLLLL 740
GCG cTC TG cTC CTG TTG TTG CcTC ALLLLLLL 740
GCG cIc TTG cre CTG TG TTG cTC ALLLLLLL 740
GCG cTC TG cre CTG TTG TTG CcTC ALLLLLLL 740
GCG cTC TG cre CrG TG TTG cTC ALLLLLLL 740
GCG cre TG cTC TG TTG TTG cTC ALLLLLLL 740
GCG CcTC TTG CTC CTG TIG 76 CTC ALLLLLLL 740
GCG cTC TTG cTC CTG TTG TTG CcTC ALLLLLLL 740
GCG CcTC TTG CcTC CTG TTG TIG cTC ALLLLLLL 740
GCG CcTC TIG cTC CTG TG TTG cTC ALLLLLLL 740
GCG cTC TIG cre CTG TTG ATC CcTC ALLLLLIL 741
GCG CcTC TG cre TG TG ATG ATG ALLLLLMM 746
GCG crc TTG ATG GTC GTG TTG CcTC ALLMVVLL 691
GCG cre TIG GTC ATC ATC ATC GTG ALLVIIIV 691
GCG TTG GTG TTC GTC ATC  GTC ATG ALVFVIVM 701
TTC GTG ATG TTC TIG TTC ATG ATC FVMFLFMI 902
ATC GTG TTC ATG GTC TG TTC GTG IVFMVLFV 812
ATC GTC TTC GTC GTC TTC ATG TTG IVFVVFML 812
ATC GTG TTG ATG TTC TTC ATG GTC IVLMFFMV 841
TTG TTG TTC ATC GTC ATC ATG TTC LLFIVIMF 865
TTG ATG ATC ATG GAG TG TTG cre LMIMELLL 810
ATG TG ATC ATG ATC TTC TTG CTC MLIMIFLL 859
TCG GTC TG TTC GTC hyies TG CTC SVLFVLLL 730
GTG ATC TTG TTG ATG TG TG GTG VILLMLLY 768
GTC ATG ATG GTG TTC ATG ATG ATG VMMVFMMM 814
GTG GTC TG GTG ATG ATC GTG TTG VVLVMIVL 716
GTG GTC ATG TTG TTG GTG TIG [oviey VVMLLVLL 741
GTG GTG GTG 6 GTC GTC TG cTC VVVLVVLL 686

After Selection

[ )W RN IeJIEN e o JEN I o JEN le o3¢ e B¢ o B o) WeaWe o HENN HENG BENG BENS SESG RS SRSV EEN BE BE BES EEN IR IR N |

TTC ATC TG  ATC TTG GTC TTG GTC FILILVLV 801 4

TTC ATC  GTC TTG TTC GTC GTG GTG FIVLFVVWW 783 4 1 54.5
TTC TG GTG TTC  GTIG GTC  GTIC ATC FLVFVVVI 783 4

TTC GTC  ATC TTC TTG GTG TTG CTC  FVIFLVLL 835 6

TTC GTC  GTG TTC TTC ATG TG  ATC FUVFFMLI 873 6 2 49
TTC GTC  GTG TTG GTG GTC TIG  ATC FVVLVVLI 748 5 3 54.5
ATC ATC  GTG TG TTC TIG TIG AIC IIVLFLLI 828 5

ATC GTG  GTG TI6¢ TIG GTC GTC ATC IVVLLVVI 714 3

TTG ATC  GTC TTC  ATC GTC GTC ATC LIVFIVVI 776 3

TTG ATC GTC TIC GTG GTC TTG CTC  LIVFVVLL 774 5

TTG TTG  ATC TTC GTG ATG TG ATG LLIFVMLM 832 8 4 50
TTG GTG GTG ATC TTC ATG TG ATC LVVIFMLI 804 5

ATG GTG ATC TTG ATC GTC GTG ATC MITLIVVI 771 3

ATG ATC GTIC TTC TTC ATC TG ATC MIVFFILI 866 4

ATG ATC GTIC TTC TTG GTG  ATC GTC  MIVFLVIV 778 3

ATG ATC GTC TTC TTG GTG GTG GTC  MIVFLVVY 751 2

ATG ATC  GTC TG TIC GIG GIG ATC  MIVLFVVI 778 2

ATG ATC  GTG TG TIG GTC TG CTC  MIVLLVLL 768 3

ATG GTG GTG ATC TTC GTC TG ATC  MVVIFVLI 778 3

ATG GTG  GTC ATC  ATC GTG  ATC ATC  MVVIIVII 745 3

ATG GTG GTG ATC  ATC GTC TG ATC  MVVIIVLI 744 3

ATG GIG GTC ATC TTG GTG TG CTC  pyvIioviLe 742 3 5 48
ATG GTG GTG ATC TTG GTG TG CTC  myvILvLLe 742 3

ATG GTG GTC ATC CTG GTG TTG CTC  myvILvLLe 742 3

ATG GTC GTG ATC TTG GTG TTG CTC  myvriLviLe 742 3

ATG GTG GTG ATC GTG ATC TTG CTC  MVVIVILL 743 5 6

ATG GTG  GTG GTC TG GTG  GTC ATC MVWLVVI 690 2 7

GTC ATG TTG TTC TTC TG TIG CTC  VMLFFLLL 863 8 8

GTG GTG TTG  ATC TTG TTC  GTC GTC  VVLILFVW 748 5

GTG GTC  GTG TTG TTC ATG TG ATC  VVVLFMLI 777 6

GTC GTC  GTC TTG TTC TTG  ATC ATC  VVVLFLII 775 6

aCodons in italic type are identical to those found in the parental, Alutant.? Residue types in bold, italic type are identical to wild-type
mammalian ubiquitin residue$A is the number of residues in the sequence that are different from the WT seqgti€tmees chosen for expression
and characterizatiors.Identical protein sequences; underscores denote different codon usage in two of the DNA sedjividpemt of thermal
denaturation curves as determined by CD spectroscopy; erti 6C.
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